2025 FEI FENFRARATER
( FHRRIET B )

B &

BEFRtEF RS KES FEHSRBREMERASHRMA

REE

TEBRZERAR

F Z R~
rEREER

1. EE SRV A AOET

2. 4 Efi5 15 HHT S AP EGIE T

3 AT S HADET A AGIE T

4. — PP T8 70 R SR A it 4R 1K) 2 SNP & 5 T VB A

5. [ At B3 AH 9G35 (K1 0s PRXBO ) 82 FH & F)

6. FEIm o3 P PEAF DG HE Kl 0sCOLI 1) 37 F % F

7. Method for constructing rice molecular marker map based on Kompetitive Allele
Specific PCR and application in breeding Using the same & 7l
8. — M UK B HLZ 1R bRl -1 & B4

9. /K RSk (5 ] AL A PR R AV AR

10, IRPIPL8TOI ARAE RN o B il

RRMEEX (&
=) BR

31 : A genotyping platform assembled with highthroughput DNA extraction,
codominant functional markers, and automated CE system to accelerate marker-
assisted improvement of rice. Molecular Breeding, 2016,36(123)

12 : Pasting properties, grain-filling characteristics and allelic variation linked to the
grain quality in diverse rice. Euphytica, 2017,213(29)

133 : Optimizing agricultural management practices to promote ratoon rice yield
during ratoon crop: A comprehensive global meta-analysis. Field Crops Research.
2025,328 (109943)
B304 : Airflow distribution law of multi-branch pipe of pneumatic rice direct seeder
based on dimensional analysis, International Journal of Agricultural and Biological
Engineering. 2023,16 (1)

W5 RMST0OMNE B REES S HIERA LUK F18HR 201521 (18)

FERMA

(ERFR. SRk
B, Ifeeg

fir)

1. 50% , 8% | [ RIKEMRBMEIFAFE

2ERE RN, I RIEMIEIRAT

3PFSER , BUR SRR

4. Xk FRR RIS

5. %f5 , BIIEMIRER , FERRIlKE

6. 3KFiE , RS , I FRERKFABIRAT]

7. BNE IR RIHIERRIEIREIRAT

8. M5 , BRREN , MRHRWAKE iy

9. BEE 8RR , WIkHR WA F SR

10. MEE , BRKINT , BEmRWEHEHET RSP OEEHRIAZHFHT)

FERMEPEN

B 1. RIS el F<he

B 2. TR RV BIRAE]

BB 3. HepgRilloRE

B 4. TIRERAMIEIRAT]

A7 5. IR RRUARHBIRAT]

BB 6. SR AMAME i

BB 7RSSR

BBy 8. B AR RIGHET BRSSO (BiEh R AR TR




